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DIRECT DETECTION OF THE NUCLEIC ACID OF FUNGI IN CLINICAL SPECIMENS
The use of molecular technologies in the detection and identification of fungi is still really in 
Amplification assays using the polymerase chain reaction (PCR)
The polymerase chain reaction (PCR) amplifies Quantitative real-time PCR can be used to quantitate the amount of DNA or RNA after it is converted to DNA by reverse transcriptase (6) . Simply put, the more DNA in the sample, the faster new DNA is made in a PCR reaction, and the reaction kinetics are proportional to the amount of DNA (6) . The proportion of double stranded DNA is measured by the increase in fluorescense of a molecule bound to the amplified double-strand DNA molecule or by other means (6) . Results are available within one hour of testing and sensitivity is exquisite. This technology was used to develop assays for Aspergillus, Candida, and the zygomycetes (26). Real-time PCR was also used fort he identification of culture isolates of Histoplasma capsulatum (38) . The Light Cycler may also be used to identify organisms to the species level using specific primers and probes (5). 
MOLECULAR METHODS AVAILABLE FOR
IDENTIFICATION OF ISOLATED FUNGI
MOLECULAR TYPING METHODS
In the past, phenotypes of fungi were determined by the morphology of the colonies when grown on specific media, by biochemical tests, by serology, by killer toxin susceptibility and by resistotyping.
However, these systems did not show enough reproducibility, were often evcesively cumbersome, and above all, had limited discriminatory power. 
Restriction fragment lenghth polymorphism (RFLP) or restriction enzyme analysis (REA)
Purified DNA is restricted by selected endonucleases, and the yielded fragments are separated in an agarose gel (7). This generates a banding pattern based on different fragment lenghts determined by the restriction sites identified by the particular endonuclease used. Variations among strains can ocur as a result of mutations in restriction site sequences. This technique had the advantage of being rapid, easy and inexpensive (7).
RFLP with hybridization
The fragments generated by RFLP, can be transferred to a membrane and hybridized by Southern blot with a probe that can recognize one or more fragments of the restricted DNA (7). In this manner, only certain fragments of the RFLP are selected for visualisation, thus ignoring the rDNA and the mitocondrial DNA, and increasing the resolution.
The advantage of this method is that, if a probe is carefully selected, it can have high discriminatory power (7).
PCR-based techniques
These methods are similar to RFLP, because they evaluate DNA sequence variation in short regions, 
Electrophoretic karyotyping (EK)
In this technique, intact DNA molecules migrate through an agarose gel matrix under the influence of pulsed fields, which permits easy seperation of DNA molecules of several megabases. Chromosome-lenght polymorphism is evaluated by EK analysis, which uses electric fields of alternating orientation to move intact chromosomes through an agarose gel matrix.
The analysis of chromosomal binding patterns, known as electrophoretic karyotypes, and the detection of karyotipic variations within the species. EK has been extensively used to fingerprint C. albicans and other Candida species. It has a moderate discriminatory power, however, shows good reproducibility (7).
Multilocus enzyme electrophoresis (MLEE)
MLEE evaluates the polymorphism of isoenzymes or alloenzymes of the isolates. Proteins from cell extracts are separated by electrophoresis under native conditions, and the enzymes are visualized by specific enzyme-staining procedures (7). The main advantage of this method is its high discriminatory power when a sufficient number of enzymes is evaluated, and the very low probability of homoplasy in clonal organisms (7).
Identification of single-nucleotid polymorphisms (SNPs)
SNPs are single-base variations at a unique physical location. A variety of techniques is available for SNP identification, such as confirmation-based polymorphism scanning single-strand confirmation polymorphism analysis (SSCP) (7).
DNA microarray genotyping
The DNA microarray is a hybridization-based 
CONCLUSION
Considering the large number of fungi in the environment that are capable of causing human disease, it may be difficult to believe that molecular 
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